Figure S1. Top twenty-five genes selected by Lasso in the penalized logistic regression model
PLR - Top 25 Features selected by Lasso
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Figure S2. Top twenty-five genes selected by permutation importance in the random forest model
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Random Forest — Top 25 Features by Permutation Importance
Permutation importance: drop in accuracy when feature is shuffled
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Figure S3. Top twenty-five genes selected by average gain in the extreme gradient boosting model

XGBoost — Top 25 Features by Gain

Importance measured by average gain across all splits
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Figure S4. Top twenty-five features selected by permutation importance in the support vector machine model

SVM — Top 25 Features by Permutation Importance
Drop in ROC-AUC when feature is randomly shuffled
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